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This listing of claims will replace all prior versions, and listings, of claims in the 
application: 

Listing of Claims : ^ 

1-4. (cancelled) 

5. (currently amendlsd) An isolated nucleic acid molecule comprising a nucleic acid 

sequence encoding\polypeptide comprising an amino acid sequence selected from the 
group consisting of: 

(a) a mature form o\an amino acid sequence Goloctcd from tho group conoisting ef 
comprising SEQ k) N0S: 2, 5, 7, 9, 11, 13, 15, 17, m, ? 1 . 25rand-^; 

(b) a variant of a matute form of an amino acid sequence soloctcd from tho group 
conoioting of composing SEQ ID N0S: 2, 5, 7, 9, 11, 13, 15, 17. 10. 7 1 , ? 1 . 25^ 
and 27, wherein one W more amino acid residues in said variant differs from the 
amino acid sequence \f said mature form, provided that said variant differs in no 
more than 15% of thelmino acid residues from the amino acid sequence of said 

mature form; \ 

(c) an amino acid sequence Ooloctod from tho group conoioting ef comprismg SEQ ID 
N0S: 2. 5. 7. Q. 1 1, 13, 15X17. IP , ->1 . 2 5^m^; 

(d) a variant of an amino acid Sequence soloctod from tho group conoiotmg 
comprising SEQ ED N0S: 2.\, 7, 9, 11. 13, 15, 17. 1 0, ^1 , 73 . 25raB4^. wherein 
one or more amino acid residCies in said variant differs from the ammo acid 
sequence of said mature form.Vovided that said variant differs in no more than 
15% of amino acid residues frorta said amino acid sequence; 

(e) a nucleic acid fragment encodingXat least a portion of a polypeptide comprising an 
amino acid sequence chooon from tho group conoioting ef comprising SEQ ID 
NOS: 2. 5. 7, 9, 11. 13, 15, 17, 19. ? V 25r-aB4^. or a variant of said 
polypeptide, wherein one or more aniiJio acid residues in said variant differs from 
the amino acid sequence of said maturX form, provided that said variant differs in 
no more than 15% of amino acid residues from said amino acid sequence; and 

(f) a nucleic acid molecule comprising the complement of (a), (b), (c), (d) or (e). 

6 (original) The nucleic acid molecule of claim 5, wherein the nucleic acid molecule 

comprises the nucleotide sequence of a naturally-occVrring allelic nucleic acid variant. 

7. (original) The nucleic acid molecule of claim 5, whereiri the nucleic acid molecule 
encodes a polypeptide comprising the amino acid sequeri^e of a naturally-occurring 
polypeptide variant. 

8 (currently amended) The nucleic acid molecule of claim 5,Yherein the nucleic acid 
molecule differs by a single nucleotide from a nucleic acid sdauence soloctod from the 
group conoioting of comprising SEQ ID N0S: 1, 3. 1. G , 8, 10,\l2, 11, 16, 18. 7 0. V, 24, 
and 26 . 
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9. (curr^tly amended) The nucleic acid molecule of claim 5, wherein said nucleic acid 
molectile comprises a nucleotide sequence Goloctod from the group conoisting of: 

(a) \ nucleotide sequence soloctod from the group conoioting ef comprising SEQ ID 

&0S: 1, 3, 1, 6, 8, 10, 12, 11, 16, 18, 20, 22, 24^^ftd-36; 

(b) amucleotide sequence differing by one or more nucleotides from a nucleotide 
sdguence Gcloctod from the group conoioting of comprising SEQ ID NOS: l,3, 1, 
6, 8, 10, 12, 11,16, 18, 20, 22, 24rand-26, provided that no more than 20% of the 
nucieotides differ from said nucleotide sequence; 

(c) a nucleic acid fragment of (a); and 

(d) a nucleic acfd fragment of (b). 

10. (currently amended) The nucleic acid molecule of claim 5, wherein said nucleic acid 
molecule hybridizes under stringent conditions to a nucleotide sequence chosen from th e 
group consistinig of SEQ ID N0S: 1, 3, 1, 6, 8, 10, 12, 11, 16, 18, 20, 22, 24raRd^, or a 
complement of ^aid nucleotide sequence. 

11. (original) The nUtleic acid molecule of claim 5, wherein the nucleic acid molecule 
comprises a nucleotide sequence selected from the group consisting of: 

(a) a first nucleWide sequence comprising a coding sequence differing by one or 
more nucleotide sequences from a coding sequence encoding said amino acid 
sequence, provided that no more than 20% of the nucleotides in the coding 
sequence in said first nucleotide sequence differ from said coding sequence; 

(b) an isolated seccind polynucleotide that is a complement of the first polynucleotide; 
and \ 

(c) a nucleic acid fragment of (a) or (b). 

12. (original) A vector comprising the nucleic acid molecule of claim 11. 

13. (original) The vector of clai^ 12, further comprising a promoter operably-linked to said 
nucleic acid molecule. \^ 

14. (original) A cell comprising the yector of claim 12. 
15-18. (cancelled) 

19. (original) A method for determining tl^e presence or amount of the nucleic acid molecule 
of claim 5 in a sample, the method comprising: 

(a) providing the sample; 

(b) contacting the sample with a prob^vthat binds to said nucleic acid molecule; and 

(c) determining the presence or amounf\pf the probe bound to said nucleic acid 
molecule, 

thereby determining the presence or amount of the niicleic acid molecule in said sample. 



3 



Applicants:. Gerlach et al. 
U.S.S.N. 09/964,956 

20. (origiiVlal) The method of claim 19 wherein presence or amount of the nucleic acid 
molecuDe is used as a marker for cell or tissue type. 

21. (original)\rhe method of claim 20 wherein the cell or tissue type is cancerous. 
22-38. (cancelled) \ 

39. (original) A pharmaceutical composition comprising the nucleic acid molecule of claim 
5 and a pharmaceutically-acceptable carrier. 

40-41. (cancelled) \ 

42. (original) A kit comprising in one or more containers, the pharmaceutical composition of 
claim 39. \ 

43-45. (cancelled) \ 

46. (original) A method Vor determining the presence of or predisposition to a disease 
associated with altered levels of the nucleic acid molecule of claim 5 in a first 
manmialian subject, the method comprising: 

(a) measuring the amount of the nucleic acid in a sample from the first mammalian 
subject; and \ 

(b) comparing the amlount of said nucleic acid in the sample of step (a) to the amount 
of the nucleic acid present in a control sample from a second manmialian subject 
known not to have or not be predisposed to, the disease; 

wherein an alteration in the level of me nucleic acid in the first subject as compared to the 
control sample indicates the presenceVf or predisposition to the disease. 

47. (original) The method of claim X6 wherein the predisposition is to a cancer. 
48-49. (cancelled) \ 
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